PGM 2008, Objectives for Week 10
The post-genomic era and functional genomics
1.
Give several reasons why having the complete sequence of the human genome is useful.   What is the usefulness of sequencing the genomes of model organisms?  


Reading:  
Text, 5th edition:  251-264
2.
Define SNP.  How do SNPs fit into the human genome project?  What are some applications of SNP maps?


Reading:  
List, #9



Text, 5th edition:  262, 347
3.
Know what a DNA microarray is and how it can be used to identify gene expression patterns. 


Reading:
Text, 5th edition:  269-271


Problems:
VII: 7

4.
Be able to describe ChIP/Seq  and ChIP/CHIP and tell how it differs from ChIP/PCR with respect to both purpose and process.

Be able to describe RNA/Seq and expression microarray and tell how they are similar and different.


Reading:  
List, #10

YOU ARE NOT RESPONSIBLE FOR READING LIST ITEM #11.
